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PROJECT
	Willing to join a Large-scale functional genomics effort in 
multi–cellular organisms to elucidate the function of 
human genes products
	
	
	Acronym 


	Project type
	+ Large Collaborative Project
	 FORMCHECKBOX 
 Network of Excellence
	Collaborative Project
	 FORMCHECKBOX 
 Other: 

	Status 
	
	 FORMCHECKBOX 
 running EU project

	Call references 


	


	Priorities’ Main Research Areas
	Functional genomics of fish liver and crustacean tissues using cDNA and oligo microarray

	Workprogramme Topic 
	Large-scale functional genomics effort in multi–
cellular organisms to elucidate the function of human genes products

	
	

	Project description 
	Willing to join an established or organized: large-
scale functional genomics effort in multi–cellular organisms to elucidate the function of human genes products. Contributing experience in microarray hybridization in relation to liver gene expression response upon exposure to toxins (heavy metals, reactive Oxygen species, PAHs).

	Keywords
	Fish, liver, functional genomics, microarray, crustaceans 

	Partners already involved
	None. Willing to join an existing large project or a project in preparation


Partner description: Dr Moshe Tom

The relevant topic in my laboratory is expression of fish to environmental toxins and identification of pollution-affected transcripts in the liver. The utilized evaluation methodologies are real time PCR and cDNA or oligo microarrays. 

Between 2002-2005 I coordinated an integrated EU project named:  Genomic tools for bio-monitoring of pollutant coastal impact (acronym GENIPOL) with Total budget of 2,000,000 €, within the framework of EU-FP5.   

Between 2004-todate I have participated the FP6 Marine Genomics Europe network of excellence, through which I have access to novel, yet not public cDNA libraries and microarray platforms of fish and shellfish.

Between 2007-2008 I have participated a Slovenian-Israeli project: Evaluating pollution impact on marine fish using microarray-spotted gene products, aims at testing the utilization of cDNA microarray as an environmental bio-monitoring tool. 

In addition I use a crustacean microarray platform to study gene expression during the molt cycle, demonstrating an additional multi-gene related genomic experience.
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